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Detection of Hepatitis E virus in wild animals living in Fukuoka Prefecture

Tetsuya ISHIBASHI, Shiko NAKAYAMA, Yoshiki ETOH, Nobuyuki SERA and Katsumi CHIJIWA

Fukuoka Institute of Health and Environmental Sciences,
Mukaizano 39, Dazaifu, Fukuoka 818-0135, Japan

In the case of human HEV infection in Fukuoka prefecture in 2005, we confirmed the patient had been infected with HEV by

eating wild boar meat contaminated with HEV. Therefore, we investigated the incidence of HEV among wild animals in Fukuoka

prefecture. Samples were collected from 125 wild boars and 18 deer that were caught in Fukuoka prefecture and HEV-RNA in
the samples was investigated. RT-PCR showed that 16 wild boars had HEV-RNA and the genotypes were G IIl and G IV.
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