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Genotyping Group A Rotavirus circulating in Fukuoka Prefecture during 2011-2012

Tetsuya ISHIBASHI and Hideaki YOSHITOMI

Fukuoka Institute of Health and Environmental Sciences,
Mukaizano 39, Dazaifu, Fukuoka 818-0135, Japan

Genotyping circulating rotaviruses before and after introduction of rotavirus vaccine is useful for evaluating vaccine-associated

changes in genotyping distribution. 71 fecal specimen and 183 rotavirus rapid test strips was collected during 2011-2012 in

Fukuoka prefecture that were carried out to determine of rotavirus genotypes. Six and four genotypes were decided in 2011 and
2012 samples: G1P[8] 24, G2P[4] 24, GOP[8] 21, G3P[8] 12, G2P[8] 2 and G3P[4] 1 and G1P[8] 91, GIP[8] 13, G2P[4] 2,

G2P[8] 1.

[Key words; group A rotavirus, rotavirus vaccine, VP4, VVP7, genotyping]
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