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Genotype of Norovirus Circulating in Fukuoka Prefecture

Yuki ASHIZUKA, Hideaki YOSHITOMI, Chiharu YOSHIYAMA,
Mitsuhiro HAMASAKI, Tetsuya ISHIBASHI and Kazumi HORIKAWA

Fukuoka Institute of Health and Environmental Sciences,
Mukaizano 39, Dazaifu, Fukuoka 818-0135, Japan

Norovirus is the leading cause of acute gastroenteritis and foodborne disease in Japan. We examined fecal specimens collected
during 2010-2014 in Fukuoka Prefecture. For analysis of norovirus, we performed sequence and genotype determination.
Phylogenic analysis showed that GI1/4 was dominant in 2011/12, 2012/13, and 2013/14. The new strain of norovirus Gll/4 was
first detected in March 2012. Since then, Gl1/4 strains detected were all new subtypes.
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