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(RHF)
Investigation of fish faunal survey using environmental DNA analysis in lakes

Shusaku HIRAKAWA and Jun NAKAJIMA

Fukuoka Institute of Health and Environmental Sciences,

Mukaizano 39, Dazaifu, Fukuoka 818-0135, Japan

Environmental DNA (eDNA) analyses using the metabarcoding method were conducted at Aburagi Dam and Rikimaru Dam in
Fukuoka Prefecture for fish faunal surveys in the lakes. Surveys were conducted four times in May 2021, July or August 2021,
October 2021, and January 2022, and targeted the surface water at the water quality study site. A total of seven fish species were
detected at each of the Aburagi and Rikimaru dams; however, only one to five fish species were detected in a single eDNA
analysis and different species were detected in each survey. Compared with the habitat records in the dam lakes, five of the six
species were detected at the Aburagi Dam and three of the six species were detected at the Rikimaru Dam. Further study on the
timing and frequency of surveys using eDNA analysis and water sampling points is necessary to understand the fish fauna in
stagnant water areas such as lakes.

[Key words; environmental DNA, metabarcoding, lake]



